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<110> APPLICANT: TOJI , SHINGO 
YANO, MINORU 
TAMAI , KATSUYUKI 
<120> TITLE OF INVENTION: THIOREDOXIN REDUCTASE II 
<130> FILE REFERENCE: 55865-71965 
<140> CURRENT APPLICATION NUMBER: 09/830, 706B 
<141> CURRENT FILING DATE: 2002-01-29 
<150> PRIOR APPLICATION NUMBER: PCT/JP99/05983 
<151> PRIOR FILING DATE: 1999*10-28 
<150> PRIOR APPLICATION NUMBER: JP 1998-310422 
<151> PRIOR FILING DATE: 1998-10-30 
<160> NUMBER OF SEQ ID NOS : 38 
<170> SOFTWARE: Patentln Ver. 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1959 
<212> TYPE: DNA 
<213> ORGANISM: 
<2 20> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 

<221> NAME/KEY: misc_feature 
<222> LOCATION: ( 1567 )..( 1569 ) 

<223> OTHER INFORMATION: "tga" is translated to selenocysteine 
<400> SEQUENCE: 1 

atggcggca atg gcg gtg gcg ctg egg gga tta gga ggg cgc ttc egg tgg 51 
Met Ala Val Ala Leu Arg Gly Leu Gly Gly Arg Phe Arg Trp 
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<210> SEQ ID NO: 
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<211> LENGTH: 521 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Homo sapiens 
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<2 2 0> FEATURE: 
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<221> NAME/KEY: 


SITE 
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<222> LOCATION: 


(520) 
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<223> OTHER 


INFORMATION: 


: Selenocysteine 
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<400> SEQUENCE: 
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Val 


Lys 


Ser 


Leu 


Asn 


Trp 


Gly 


His 


Arg 


Val 
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Val 
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His 
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Val 
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Gly 


Val 


Ala 
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He 


He 
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Val 
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Tyr 


Val 


Ala 
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He 


Gly 
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Asp 
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He 
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Gin 
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Met 


Ser 


Ser 


Met 


Val 


He 


Glu 


His 


Met 


Ala 


Ser 
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Arg 


Phe 
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Leu 


Arg 


Gly 
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Pro 


Ser 


Arg 


Val 


Arg 


Arg 
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Asp 


Gly 


Gin 


250 
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Val 


Thr 


Trp 


Glu 


Asp 


Ser 


Thr 


Thr 


Gly 


Lys 


Glu 


Asp 


Thr 


Gly 


253 




290 
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255 


Thr 


Phe 


Asp 


Thr 


Val 


Leu 


Trp 


Ala 


He 


Gly 


Arg 


Val 


Pro 


Asp 


Thr 


Arg 


256 


305 










310 










315 
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258 


Ser 


Leu 


Asn 


Leu 


Glu 


Lys 


Ala 


Gly 


Val 


Asp 


Thr 


Ser 


Pro 


Asp 


Thr 


Gin 


259 
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330 










335 
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Lys 


He 


Leu 


Val 


Asp 


Ser 


Arg 


Glu 


Ala 


Thr 


Ser 


Val 


Pro 


His 


He 


Tyr 


262 








340 










345 
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Ala 


He 


Gly 


Asp 


Val 


Val 


Glu 


Gly 


Arg 


Pro 


Glu 


Leu 


Thr 


Pro 


Thr 


Ala 
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360 
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Arg 
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Val 


Gin 


Arg 
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Phe 


Gly 


Gly 


Ser 


Ser 
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Met 


Asp 
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Asp 
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Val 


Pro 


Thr 


Thr 


Val 
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Pro 


Leu 
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Glu 


Tyr 


Gly 


Cys 


Val 


Gly 


Leu 


Ser 


Glu 


Glu 


Glu 


Ala 


Val 


Ala 


Arg 


His 




274 










405 










410 










415 






276 


Gly 


Gin 


Glu 


His 


Val 


Glu 


Val 


Tyr 


His 


Ala 


His 


Tyr 


Lys 


Pro 


Leu 


Glu 




277 








420 










425 










430 








279 


Phe 


Thr 


Val 


Ala 


Gly Arg 


Asp 


Ala 


Ser 


Gin 


Cys 


Tyr 


Val 


Lys 


Met 


Val 




280 






435 










440 










445 










282 


Cys 


Leu 


Arg 


Glu 


Pro 


Pro 


Gin 


Leu 


Val 


Leu 


Gly 


Leu 


His 


Phe 


Leu 


Gly 




283 




450 










455 










460 












285 


Pro 


Asn 


Ala 


Gly Glu Val 


Thr 


Gin 


Gly 


Phe 


Ala 


Leu 


Gly 


He 


Lys 


Cys 




286 


465 










470 










475 










480 




288 


Gly 


Ala 


Ser 


Tyr 


Ala 


Gin 


Val 


Met 


Arg 


Thr 


Val 


Gly 


He 


His 


Pro 


Thr 




289 










485 










490 










495 






291 


Cys 


Ser 


Glu 


Glu 


Val 


Val 


Lys 


Leu 


Arg 


He 


Ser 


Lys 


Arg 


Ser 


Gly 


Leu 




pi 292 








500 










505 










510 








W--S294 

I? 295 


Asp 


Pro 


Thr 


Val 


Thr 


Gly 


Cys 


Xaa 


Gly 






















515 










520 




















1^298 


<210> SEQ ID NO 


: 3 


























! ^299 
U300 


<211> LENGTH: 2056 


























<212> TYPE: 


DNA 




























M301 


<213> ORGANISM: 


Homo sapiens 




















Q303 


<220> FEATURE: 




























jj|304 


<221> NAME/KEY: 


CDS 


























J 305 


<222> LOCATION: 


(188) . . 


(1669) 




















',=-307 


<220> FEATURE: 




























;«308 


<221> NAME/KEY: 


misc_f eature 




















»309 


<222> LOCATION: 


(1664) . 


. (1666) 




















:H3io 


<223> OTHER 


INFORMATION 


: "tga" is translated to 


selenocysteine 




M312 


<400> SEQUENCE: 


3 


























C&13 


gtcccggacc tcaggcccag ttcagtgtac 


: ttcccctctc 


tacttcctcc < 


stccagtccc 


60 


M315 


ttctccatcc ctcccttttt tggctgcccc 


: ttgcctgcct 


tcctcgccag tagcttgeag 


120 


317 


agtagacacg atgacacctt ttgcaggcta 


l aaaaggctga 


gagtggcact atgtgcagtg 


180 


319 


agccacc 


atg 


gag 


gac 


caa 


gca 


ggt 


cag 


egg 


gac 


tat 


gat 


etc 


ctg 


gtg 


229 


320 






Met 


Glu 


Asp 


Gin 


Ala 


Gly 


Gin 


Arg 


Asp 


Tyr 


Asp 


Leu 


Leu 


Val 




321 






1 








5 










10 












323 


gtc 


ggc 


ggg 


gga 


tct 


ggt 


ggc 


ctg 


get 


tgt 


gcc 


aag 


gag 


gcc 


gcc 


cag 


277 


324 


Val 


Gly 


Gly 


Gly 


Ser 


Gly 


Gly 


Leu 


Ala 


Cys 


Ala 


Lys 


Glu 


Ala 


Ala 


Gin 




325 


15 










20 










25 










30 




327 


ctg 


gga 


agg 


aag 


gtg 


gcc 


gtg 


gtg 


gac 


tac 


gtg 


gaa 


cct 


tct 


ccc 


caa 


325 


328 


Leu 


Gly 


Arg 


Lys 


Val 


Ala 


Val 


Val 


Asp 


Tyr 


Val 


Glu 


Pro 


Ser 


Pro 


Gin 




329 










35 










40 










45 






331 


ggc 


acc 


egg 


tgg 


ggc 


etc 


ggc 


ggc 


acc 


tgc 


gtc 


aac 


gtg 


ggc 


tgc 


ate 


373 


332 


Gly 


Thr 


Arg 


Trp 


Gly 


Leu 


Gly 


Gly 


Thr 


Cys 


Val 


Asn 


Val 


Gly 


Cys 


He 




333 








50 










55 










60 








335 


ccc 


aag 


aag 


ctg 


atg 


cac 


cag 


gcg 


gca 


ctg 


ctg 


gga 


ggc 


ctg 


ate 


caa 


421 


336 


Pro 


Lys 


Lys 


Leu 


Met 


His 


Gin 


Ala 


Ala 


Leu 


Leu 


Gly 


Gly 


Leu 


He 


Gin 




337 






65 










70 










75 










339 


gat 


gcc 


ccc 


aac 


tat 


ggc 


tgg 


gag 


gtg 


gcc 


cag 


ccc 


gtg 


ccg 


cat 


gac 


469 


340 


Asp 


Ala 


Pro 


Asn 


Tyr 


Gly 


Trp 


Glu 


Val 


Ala 


Gin 


Pro 


Val 


Pro 


His 


Asp 




341 




80 










85 










90 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 04/22/2002 

PATENT APPLICATION: US/09/830 , 706B TIME: 15:01:39 

Input Set : A:\55865sequence.txt 

Output Set: N:\CRF3\04222002\I830706B.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; Xaa Pos . 520 
Seq#:2; Xaa Pos. 520 
Seq#:3; Xaa Pos. 493 
Seq#:4; Xaa Pos. 493 
Seq#:37; N Pos. 31417 
Seq#:38; Xaa Pos. 498 



4/22/02 



VERIFICATION SUMMARY DATE : 04/22/2002 

PATENT APPLICATION: US/09/830 , 7 06B TIME: 15:01:39 



Input Set : A:\55865sequence.txt 
' Output Set: N:\CRF3\04222002\I830706B.raw 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:169 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:1592 
L:294 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 after pos.:512 
L:440 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 after pos.:1669 
L:559 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 4 after pos.:480 
L:2002 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:37 af ter pos .: 31380 
L:3281 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:38 after pos.:496 
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